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STEP1: Research Gap & NEJM

METHODS

We used a test-negative case—control design to estimate vaccine effectiveness against
symptomatic disease caused by the omicron and delta (B.1.617.2) variants in England.
Vaccine effectiveness was calculated after primary immunization with two doses of
BNT162b2 (Pfizer—BioNTech), ChAdOx1 nCoV-19 (AstraZeneca), or mRNA-1273 (Mo-
derna) vaccine and after a booster dose of BNT162b2, ChAdOx1 nCoV-19, or mRNA-1273.

RESULTS
Between November 27, 2021, and January 12, 2022, a total of 886,774 eligible per-
sons infected with the omicron variant, 204,154 eligible persons infected with the
delta variant, and 1,572,621 eligible test-negative controls were identified. At all
time points investigated and for all combinations of primary course and booster
vaccines, vaccine effectiveness against symptomatic disease was higher for the
delta variant than for the omicron variant. No effect against the omicron variant
was noted from 20 weeks after two ChAdOx1 nCoV-19 doses, whereas vaccine ef-
fectiveness after two BNT162b2 doses was 65.5% (95% confidence interval [CI],
63.9 to 67.0) at 2 to 4 weeks, dropping to 8.8% (95% CI, 7.0 to 10.5) at 25 or more
weeks. Among ChAdOx1 nCoV-19 primary course recipients, vaccine effectiveness
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PFKEY NHINO  PROCED CNAME DEPT SPECIESY
90514A10E5003C  COVID-19 RT-PCR (Pre IPD-P't) COVID-19&m1& (A B AI-7% &) VIRO NP SWAB/
90514A18"" COVID-19 RT-PCR (IPD-with>=2)-NNCOVID-19&5t&F bz H - >1)11005274 VIRO NP SWAB/
90514A19E5004C COVID-19 RT-PCR(High risk worker COVID-19€ft& (S ZERIE T{FAE) VIRO NP SWAB/
90514A09 ™" COVID-19 (VGHTPE) COVID-19&51@3 (K= EH) VIRO NP SWAB/
90614501 ™" "Regular COVID-19test, SP(POCT/ER)" £#RCOVID-19E &1 1l CEL NP/
90514A12™ COVID-19 RT-PCR(Pre IPD-with>=2) COVID-19&m1&(ABzAI-FERm>=2) VIRO NP SWAB/
90614502 "" "Stat COVID-19 test, SP(POCT/ER)"  tRIRCOVID-198 &Et& | CEL NP/
90514501 ™" "Regular COVID-19 test,self-pay" FHCOVID-19EE 1A VIRO NPV
90614A09E5003C  COVID-19 RT-PCR(VGHTPE)(POCT/ERCOVID-19&f ﬁ(K%%ﬁH)(POCT/%E?) CEL NP/
90514502 ™" "Stat COVID-19 test,Self-pay” HIRCOVID-19E B4 8 VIRO NPV

90514A17E5003C  COVID-19 RT-PCR (IPD-with 1)-NNN COVID-19&f#& Bz - Bﬁ1)1100527 RVIRO NP SWAB/
90514A14E5003C COVID-19 RT-PCR (IPD-P't)-NNN COVID-19&mt Fbrsr -7 E)1100527455VIRO NP SWAB{

90514A09E5003C COVID-19 (VGHTPE) COVID-19&m1a (A Br E ) VIRO NP SWAB/
90514A11E5003C COVID-19 RT-PCR (Pre IPD-with 1)  COVID-19&mt& (AR RI-BEIA 1) VIRO NP SWAB/
B9 item

1 2

ITEM DESCRIPTIONY

VIRO Enterovirus 71 RT-PCR/

VIRO Isolation and identification of virus/
VIRO Real time PCR/
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vac_time_pcr

1 2 3

PHISTNUM VACCINEID IMMUDATE/

oV_Moderna-1
oV_Moderna-Booster
oV_Moderna-Booster

oV_Moderna-1
oV _BioNTech-1
oV_AZ-1

oV_Moderna-Booster
oV _BioNTech-1
oV AZ-2
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UUID  SEQCN REOQNO SDATE RDATE PFKEY OUTCOME NORMAIL ITEM

==
REFERENCE: P C R MmO 1<
6ca639c0- S8086825 HAINNO®2022/1/10 422/1/10 90514A12 VIRO

-+ COMMENT:
q— H RT-PCR Method by Roche cobas 6800 System
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STEP 7: &3l (— AZRPCR)

---- Positive

-~ 1. had no Positive in previous 14 days

-~ 2. had no Positive in previous 90 days Id
---- Negative

-~ 1. had no Positive in previous 90 days

-- 2. had no Negative in previous 7 days XXX
-~ 3. had no Positive in following 21 days
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STEP 7: put it together

%— | — % |8 %= | E=
id EllaE= id EllEaEs id ElaE= q PCR | PCR
| H he | B | H | HEE | 4
BNT BNT BNT
AZ AZ 1
xxx Mo HES xxx Mo HEA XXX wm H &A hEs2
ik i i oo BHA o
N N N
$— |%— |$_ |8 | %= |$=
d ETAETEIETAE FUETAE TR nipiv
SRR RN NS

BNT BNT BNT

ox Mo EHH Mo =h Mo A8 04 é‘ﬁﬁ’”
== = A =5 A JEtERZ
IE.IHﬁ'ﬁ ﬁﬂﬁﬁ Eﬂﬁ’ﬁ

N N N



— S 2

STEP 7: EEEXCELE RERER
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1 [UUID SDATE 1sPCR_OlUdosel 1d dosel datidose2 i1d dose? datidose3 1d dose3 dahdose _cour sdate_ morBIRTHDmexU age =
2 006d2852-6349-4¢2022-05-1 CoV_AZ-2021-07-2CoV_AZ- 2021-10-2CoV_Moc 2022-01- 3 5719720216 0 50
3 00723eff-1Icbe-4172022-05-2 CoV_Moc2021-07-2CoV_Moc 2021-10-1CoV_Biol 2022-02- U 3 5719710606 0 51
4 007afedf-ef7f-41¢ 2022-07-1 CoV_AZ-2021-07-1CoV_AZ-2021-09-0CoV_Moc 2022-01-0 3 720020125 ] 20
5 |00e48cd9-a9fb-44 2022-05-2 CoV_AZ-2021-07-2CoV_AZ- 2021- D Co\:’_l\-Ton 2022-01-2 3 5719591024 0 63
6 015623b4-e2da-4(2022-05-1 CoV_AZ-2021-08-0CoV_Biol 2021- 2 5719870109 ] 35
7 01856110-c78b-4¢2022-05-1 0 5719900202 ] 32
8 020al033-3634-412022-04-1 CoV_AZ-2021-11-2CoV _Biol2022-01- 2 4719971205 0 25
9 023616a6-ad45-412022-06-1 CoV_AZ-2021-07-1CoV_AZ- 2021- D 0CoV_Moc2022-02-1 3 619680708 ] 54
10 |0236d39d-ddee-412022-06-1 CoV_AZ-2021-07-1CoV_Moc2021-11-3CoV_Moc 2022-02-2 3 620020317 ] 20
11 [027739dc-713a-482022-06-0 CoV_Moc2021-08-1CoV Moc2021-11-1CoV_Moc 2022-04-2 3 6719940523 1 28[
12 1028bc309-5130-4¢ 2022-06-0 CoV_Bior2021-10-1CoV_Biol 2021-11-1CoV_Biol 2022-03-0 3 619610711 0 61
13 |0291fddc-3bda-45 2022-06-0 CoV_AZ-2021-05-2CoV_Moc 2021-08-1CoV_Moc 2022-01-1 3 6719741017 ] 48
14 |02afdff6-22ac-4e22022-05-0 0 5719630118 0 59
15 |03eb&37e-9ddc-442022-06-0 CoV_Moc2021-07-1CoV_Moc 2021-09-29 2 6:]93 0501 0 01
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« NAft 50 FH STATA 18, R - & o] UE AT 2R ERES HASPSS,
MedCalc
BEIEZE S AOlER (logistic regression)
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